Framingham Heart Study

GWAS for plasma proteins using the 1000 Human Genomes Imputation 
Study population was composed of 6861 Framingham Heart Study(FHS) offspring participants those attended the seventh examination cycle and participants of the third generation at the first examination cycle with information on SHARe genotypes.  Plasma concentrations of 71 proteins were measured using a modified enzyme-linked immunosorbent assay sandwich method.   All participants are white. 
The outcome variables were rank-normalized plasma protein concentrations.  We adjusted also   

age at the examination cycles, sex, and FHS-specific principle component (PC1). 
Association analysis was performed using additive mix linear model (LME) that familial correlation was accounted for using kinship matrix.

FHS 1000 Genomes imputed hybrid data (1000genomes v3) were used for the analysis. 
Imputation was completed using the minimac package.
Number of SNP: 8,509,364 (with imputation quality >= 0.1)
Chromosomes: chromosome 1-22, X
Exclusion: missing p-value, imputation quality less than 10%
Results:  For the current study, we released GWAS results for significant pQTL variants those with p-value of 1E-6 or less. SNPs were filtered by imputation quality>0.5
Results of the GWAS using 1000G genotypes are released with file name of: 
pqtl-1000G-cis-trans.csv
Results of the GWAS using Exon genotypes are released with file name of:
pqtl-exome-cis-trans
The results are in common-delimited csv files with following variables:
	Variable 
	notes

	Protein
	abbreviation of the plasma protein(supplementary table1 shows the protein full names)

	Protein.coding.Gene
	Coding gene of the protein

	Chr.of.Protein.coding.Gene
	 Chromosome of protein coding gene

	TSS.of.Protein.coding.Gene
	Position of transcription start site of protein coding gene

	rsID
	rsid or variant name

	Chr
	Chromosome 1-22,X of SNPs

	position
	physical position of the variant on chromosome

	beta                                 
	Estimate of the allelic effect

	se                                    
	 Estimated standard error on the estimate of the allelic effect

	pvalue                                 
	Significance of the variant association

	r_square
	proportion of variation explained by the variant (1000G only)

	coded_all              
	Allele at this site to which the effect has been estimated

	noncoded_all        
	Other allele at this site

	imputation_quality        
	imputation quality (1000G only)

	coding_allele_frequency
	frequency of coded_allele

	Cis/Trans
	Cis or trans associations


Supplementary table 1:

Protein name coresponding to the protein abbreviation

	Protein_Abbreviation
	Protein_Name
	Protein-coding_Gene

	A1M
	Alpha-1-microglobulin
	AMBP

	ADAM15
	Disintegrin and metalloproteinase domain-containing protein 15
	ADAM15

	Adipsin
	Adipsin
	CFD

	ADM
	Adrenomedullin
	ADM

	AGP1
	Alpha-1 acid glycoprotein
	ORM1

	ANGPTL3
	Angiopoietin-like 3
	ANGPTL3

	APOA1
	Apolipoprotein A-1
	APOA1

	APOB
	Apolipoprotein B
	APOB

	B2M
	Beta-2-microglobulin
	B2M

	BCHE
	Butyrylcholine esterase
	BCHE

	Bikunin
	AMBP-bikunin (BIKUNIN)
	AMBP

	NTproBNP
	N-terminal prohormone of brain natriuretic peptide
	NPPB

	C2
	Complement C2
	C2

	CD14
	Monocyte differentiation antigen CD14
	CD14

	CD163
	Cluster of differentiation 163
	CD163

	CD40L
	Soluble CD40 ligand
	CD40LG

	NCAM
	Neural cell adhesion molecule
	NCAM1

	CD5L
	CD5 antigen-like
	CD5L

	CDH13
	Cadherin 13
	CDH13

	Ceruloplasmin
	Ceruloplasmin
	CP

	CLU
	Clusterin
	CLU

	CNTN1
	Contactin 1
	CNTN1

	COL18A1
	Collagen, type XVIII, alpha 1
	COL18A1

	CRP
	C-Reactive Protein
	CRP

	CXCL16
	Chemokine (C-X-C motif) ligand 16
	CXCL16

	Cystatin C
	Cystatin-C
	CST3

	DPP4
	Dipeptidyl dipeptidase
	DPP4

	EFEMP1
	EGF containing fibulin-like extracellular matrix protein 1
	EFEMP1

	FGG
	Fibrinogen
	FGG

	FGF23
	Fibroblast growth factor 23
	FGF23

	GAPDH
	Glyceraldehyde 3-phosphate dehydrogenase
	GAPDH

	GDF15
	Growth differentiation factor 15
	GDF15

	GMP140
	Granule membrane protein 140
	SELP

	GP5
	Glycoprotein V (platelet)
	GP5

	GRN
	Granulin
	GRN

	HPX
	Hemopexin
	HPX

	IGF1
	Insulin-like growth factor 1
	IGF1

	IGFBP1
	Insulin-like growth factor-binding protein 1
	IGFBP1

	IGFBP2
	Insulin-like growth factor binding protein 2
	IGFBP2

	IGFBP3
	Insulin-like growth factor-binding protein 3
	IGFBP3

	KLKB1
	Plasma kallikrein
	KLKB1

	LDLR
	LDL receptor
	LDLR

	Leptin
	Leptin
	LEP

	Leptin-R
	Leptin receptor
	LEPR

	LPA
	Lipoprotein(a)
	LPA

	MCAM
	Melanoma cell adhesion molecule
	MCAM

	MCP1
	Monocyte chemotactic molecule 1
	CCL2

	MMP8
	Matrix metallopeptidase 8
	MMP8

	MMP9
	Matrix metallopeptidase 9
	MMP9

	MPO
	Myeloperoxidase
	MPO

	Myoglobin
	Myoglobin
	MB

	Notch1
	Notch 1
	NOTCH1

	NRCAM
	Neuronal cell adhesion molecule
	NRCAM

	Osteocalcin
	Osteocalcin
	BGLAP

	PAI1
	Plasminogen activator inhibitor 1
	SERPINE1

	PMP2
	Peripheral myelin protein 2
	PMP2

	PON1
	Serum paraoxonase/arylesterase 1
	PON1

	PPBP
	Pro-platelet basic protein
	PPBP

	SERPINA10
	Protein Z-dependent protease inhibitor
	SERPINA10

	REG1A
	Lithostathine-1-alpha
	REG1A

	Resistin
	Resistin
	RETN

	SAA1
	Serum amyloid A1
	SAA1

	SDF1
	Stromal cell-derived factor 1
	CXCL12

	sGP130
	Interleukin-6 receptor beta
	IL6ST

	sICAM1
	Intercellular adhesion molecule 1
	ICAM1

	sRAGE
	Receptor for advanced glycation endproducts
	AGER

	CLEC3B
	Tetranectin
	CLEC3B

	TIMP1
	Tissue inhibitor of metalloproteinases 1
	TIMP1

	TSC22D3
	TSC22D3 domain family member 3
	TSC22D3

	UCMGP
	Uncarboxylated MGP
	MGP

	VEGF
	Vascular endothelial growth factor
	VEGFA
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